Here, we show that another signalling system, the Wnt/bcatenin pathway, regulates both patterning and neurogenesis in the eye. We found that the Wnt antagonist Dickkopf (dkk1) is required for normal retina development. dkk1 is expressed specifically in the dorsal retina from 6 somite until prim5 stage, defining a dorsal organizing centre responsible for the DV eye patterning. Loss of function embryos, obtained using a morpholino (Mo) knockdown approach, show a defect in dorso-ventral patterning: loss of the ventral marker vax2, and an expansion of dorsal identity.
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We also observed a dramatic expansion of the activity of the signalling pathways Fgf8 and BMP4, raising the possibility that these pathways are also under the influence of dkk1 activity.
Several genes known to be involved in neurogenesis are also severely affected by the loss of dkk1 function, such as fgf8, pax2, and fog1. In fact, we observe a complete absence of neurogenesis in the retina of dkk1 Mo injected embryos, as shown by the absence of ath5 expression.
Our results suggest that dkk1 has a dual role in both pattern- We have identified a promoter element of chick Cerberus able to drive EGFP expression into the heart and the hemangioblast precursor cells. More importantly, these EGFP-positive H/HPC were able to be traced back to a population of cells that consistently exit from the anterior primitive streak region from as early as stage 4.
In order to identify and study novel genes expressed and involved in the correct development and differentiation of the vertebrate H/HPC lineages, a differential screening using Affymetrix GeneChip system technologies was performed.
Remarkably, this screening led to the identification of more than 200 new genes potentially expressed in these haematopoesis, angiogenesis or cardiogenesis precursor lineages.
One of the novel genes identified, was initially denominated CHEP12 (Chick Heart/Haemangioblast Progenitor #12) due to its expression in anterior cardiac mesoderm precursor cells, both in chick and in mouse, and encodes for a novel secreted protein.
Using anti-CHEP12 morpholino oligonucleotides resulted into several of heart tube malformations. 
